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The ability to quickly see the individual modulations that have been combined to form a GCxGC Peak can
be very useful to the analyst. Plot (A) shows a GCxGC peak with a conventional Peak Marker. By selecting
“Subpeaks: All” in “Properties”, all of the individual modulations that have been combined to form the
original peak are assigned their own Peak markers. This is shown in Plot (B) with the peaks corresponding
to the Peak Markers being indicated in the lower 1D trace.
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