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Figure 2. Example Derivatization reaction of Androsterone.
« Methoxyamine reacts with carbonyl groups to produce methyloxime derivatives

« MSTFA or TMSI uses silylation to react with hydroxyl groups to produce trimethylsilyl . . . . .
(TMS) derivatives YEroXyl groups o yEIY . GCxGC Method was developed and optimized using Simply GCxGC, allowing

reliable separation of all 33 steroids in the sample. All 33 analytes were found in the
mixture and positively defined using accurate mass confirmation for molecular ions

« AML library was created by running individual derivatized steroid samples.
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Figure 1. The concept of GCxGC coupled with High Resolution TOFMS with high speed I~ | — ‘y (when available), and major fragment ions, Rl, and AML/NIST library filtering.

data acquisition system. (\_ ({FF}} « GCxGC-HR-TOFMS was successfully applied for non-targeted steroids analysis in
o Qﬂ) urine.
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