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The Unifed States Environmental Protection Agency (US EPA) Method 525.2
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easily highlight the valley criteria of Benz[a]anthracene and Chrysene. replicates per level. EPA 525.2 lists demonstrated MDLs of ~25 o ~2400 ng/L (most compounds Figure 4. Selected mass fraces and fragment calculations of the DEET signal found in a river water sample. Despite its
100-500 ng/L). relatively low abundance, ChromaTOF was able to find and deconvolve the related peak information. The top two spectra
= show the TIC spectra and deconvolved Peak True spectra at the DEET peak’s elution time. The library spectra (bottom) is
DDT Degradation Culculuti- 2 Selected Targei Analyies in 1L Ri shown for reference. Fragment ions and formulas calculated within ChromaTOF may be used to help confirm the
tive lib tch.
MS Method Conditions Pegasus BT-TOFMS _ Peck  Basem/z Quantm/z  Quant Area Sample presumptive library matc
Transfer Line o p,p:-DDT 235.03 TIC 5.661e9 Name Peak S/N Conc. (ng/L)
T i 320 € Zmuell e U 2.086¢5 2,4-Dimethylphenol 113 35.7 e il :
emperature opDDD 23504 TIC ] 35408 d y'P : The Pegasus BT's ability to collect full mass range spectral data with SIM
El Source Temperature 280 'C > DDT Degradation Peaks ~ 3.441e8 D'e"h}" ahihalals e 2l level sensitivity allows for monitoring EPA Method 525.2 targets while also
Acquisition Rate 8 spectra/sec 3 oll DDT Peaks 6.005¢9 Atrazine L% INIES providing the ability to effectively detect new and emerging non-targeted
Mass Range 35 - 645 m/z ERDIR=oiscal TR (el S20 lieaies) AI’:hmq”'m“e il 2'0 contaminants at these same low limits of detection. NonTarget
Aldrin 113 .0 ; : ; ;
Gas Chromatograph & Autosampler Agilent 7890B GC & LECO_ o - - Deconvolution results combined with library and formula searches can
. , , — - . s i : lead to accurate identification of untargeted analytes.
Iniect; 1 uL Pulsed Splitless, 20 psi for 1.1min; GC injector 40 °C for 0.1 min, 720 °C/min to # g F — - Fluoranthene 280 2.1 L .
njection S Ty : 2 y - ﬁ.':r‘ﬁ‘ S 3 =S Additionally, because you collect the entire mass range, you do not need
Column Rxi-5MS 30 m x 0.25 mm x 0.25 ym S R W R W W W _,/ \-._.-/ = C’;wysene % ]' 8 to store and rerun the sample in order to evaluate historical contaminant
Temp. Program 1.0 m at 40 °C, ramp 60 "C/min to 160 °C, ramp 6 °C/min to 320 °C, hold 2.0 min fig 2. Evaluation of pp:DDT degradation. Method 5252 " . frends.
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p.p"-DDD based on each peak’s TIC area.




