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Infliximab innovator (Remicade®) &
three biosimilars (Inflectra®, Avsola®,
and Renflexis®) were analyzed in
triplicate at intact and IdeS-digested
subunit levels via reversed-phase
chromatography (RPLC) and ion
exchange chromatography (IEX)
coupled to a Xevo G3 QTof mass
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50 o Figure 5. IEX-MS Subunit: 4A) UV 280nm overlay of IdeS-digested infliximab biosimilars; 4B) (Fd + LC) x 2 acidic species relative %
comparison (based on UV integration). Native MS was used to confirm the labelled Fc C-terminal lysine variants and (Fd + LC) x 2
species. Deconvoluted mass for the acidic peak of (Fd + LC) x 2 is near-isobaric to the main species, which is consistent with
deamidation or conformational variants.
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